[The relation between reg 1A mRNA expression and the clinicopathologic parameters in the patients with primary gastric carcinoma].
Using reverse transcriptase-polymerase chain reaction (RT-PCR), REG 1A mRNA expression was investigated in 235 primary gastric carcinoma samples. And the relation between these results with the clinicopathologic parameters of primary gastric carcinoma was discussed in experiment. The positive REG 1A mRNA is 78% (183/235) of primary gastric carcinoma which revealed by RT-PCR analysis. Moreover, patients with REG 1A-positive differentiated adenocarcinoma were found to have a significantly poorer prognosis compared with REG 1A-negative tumor patients. REG IA mRNA is closely linked to the infiltrative growth pattern and with signet ring cell carcinoma and poorly differentitated adencarcinoma. And the incidence of venous invasion of REG 1A-positive tumors was significantly higher than that of REG 1A-negative tumors. So the results of the experiment demonstrate that the expression of the REG 1A gene is closely related to the infiltrating property of primary gastric carcinoma, and may be as a prognostic indicator of differentiated adenocarcinoma of the stomach in clinic diagnosis.